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HYDRODYNAMIC PARAMETERS OF A
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Abstract-A FORTRAN IV algorithm is given for determining the hydrodynamic parameters of a
macromolecule in solution for any specified value ofthe two axial ratios (a/b, D/c) ofthe equivalent tri-
axial ellipsoid model of semi-axes a > b > c for its gross conformafion.

Ellipsoid model Axial ratios Elliptic integrals Myoglobin

I .  I N T R O D U C T I O N

The ellipsoid of revolution (i.e. an ellipsoid with two equal axes) has up to now been the most
popular model for the gross conformation of biological macromolecules in solution. This has
been until recently the most general model available for which it is possible to predict from a
macromolecule's known hydrodynamic properties the shape in terms of its axial ratio
without assumptions concerning hydrodynamic volume.

Although prediction of the two axial ratios from knowledge of the hydrodynamic
parameters of the more general tri-axial ellipsoid presents great problems Il] the converse is
not so difficult: it is relatively easy to predict the hydrodynamic parameters corresponding to
a given value of the axial ratios. This would have immediate application in, lor example,
predicting the properties of proteins whose dimensions are known from crystallographic
studies.

This paper presents a program which calculates the hydrodynamic parameters for
specified values of the two axial ratios (alb, blc) of a general ellipsoid, where c, b, c are the
threesemi -axesanda>b>c.Foranob la tee l l ipso ido f revo lu t iona:bandforapro la te
ellipsoid b : c.

2 .  T H E  H Y D R O D Y N A M I C  S H A P E  P A R A M E T E R S

These can be divided into three basic classes:
(i) The viscosity increment v. This is based on the effect of the dissolved macromolecule on

the bulk motion of the fluid when a shear gradient is applied.
(ii) The translational frictional ratio flf". This concerns the resistance to motion of a

macromolecule through its solution when some form of external force (e.g. centrifugal field,
diffusion gradient) is applied.

(ii i) The rotational frictional ratios (/(, (i: a, b, c;"o" refers to the corresponding
coefficient for a hydrated sphere of the same volume) concerns the disorientating effect on the
macromolecule by the local Brownian motion of the surrounding solvent molecules. Related
to these are three dielectric dispersion relaxation rattos pJp"corresponding to rotation ofa

*This work was completed whilst the author was at the Department of Biochemistry, Leicester University,
England.
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particular axis about the other two, a harmonic mean relaxation time ratio r^fro, five
fluorescence anisotropy relaxation time ratios TjlT, (j : 1 * 5) and two reduced
birefringence decay constants, 0*'"d and 0-'"d.

All the above parameters require for their experimental determination a knowledge of the
swollen macromolecular volume due to solvent association or "swelling" in solution. This
can be eliminated by combining pairs of the above parameters to give "derived" shape
parameters which are volume independent : P, R, 5 i, I i, Iti, Y, A, 6 *, 6 -, y * and y -. Each of
these derived parameters is defined in Table 1 in terms of the parameters listed in Sections
(iHiii). The relation of all these parameters with axial ratio of a general ellipsoid (a > b > c),
is given in Table 1. Relations with experimental parameters have been given in [1, 2].

Table l. Hydrodynamic parameters: mathematical formulation for tri-axial ellipsoids
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$Ne : Avogadro's Number. In the program f is given x l0-5.

I fp, , p, p"1:  r \ ; - ; - ; J

3 .  C O M P U T A T I O N A L  M E T H O D
All the parameters involve an elliptic integral of the form

f q

| /t'F'
J O

(Appendix). There is at present no packaged or published numerical routine available for
integrals of this type; only routines of the form

IB

| 761ax
J A

where I can be zero but B must have finite value, specifiable by the user. One such routine
used in this program is the Oxford Numerical Algorithms Group's FORTRAN IV NAG
DAI AGFl3l which uses an internal subdivision strategy developed by Oliver [4] and based
on Clenshaw-Curtis quadrature [5].

A satisfactory value for B was determined by using successively higher values until the
integral converged to a limiting value. The number of the intervat subdivisions (MAXDIV) is
also specifiable by the user; the maximum number of fifty was used. The packag. "iro
estimates the error on the integrals [6]. If this error is greater than the maximum allowable
error specifiable by the user the routine will stop and print an error message. The maximum
allowable error specifiedrvas 1.0 x 10-8 (equivalent to -0.001%; The integiands are specified
as an external function (Table 3)and the integrals ar(k : I * l0) when calculated are stored
and called up in the calculation of each shape parameter in the main program, partly shown
in Table 2.

4 .  R E S U L T S

- The results of a sample run for values of (a/b , blc) of (1.5, 1.5) are given in Table 4. provided
the axial dimensions are known, for exampre, lrom X-ray crystallogiaphy, the hydrodynamic
parameters for any protein can therefore be obtained,- provided the geniral eilipsoid
represents a reasonable model for the macromolecular shape, an assumptio; generally valid
for globular proteins. These predicted parameters can be compared with experimentally
determined parameters and deductions can be made about whether the crysiallographic
shape is the same in solution. For example, the crystallographically determin;d diminsions
of myoglobin, a protein of biomedical importance-serving "s u r"i"ru" supply of oxygen in
the muscle tissue of mammals-have been given as 43 x 3i x 23 A,61a :'{.2-3, blc :-1.s2).
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Table 2. Evaluation of the hydrodynamic shape parameters for tri-axial ellipsoids. The WRITE statements at the
end of the program have not been included
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Table 3. A subroutine for specifying the integrands for numerical integration
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c c
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T ?
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? n
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Table4.  Sampleresul tsforahypothet icalproteinofaxia l  rat io(alb,b lc l : (1.5,  1.5) .Theresul tsarecorrect tothree
decimal places

1 . 5 0L . 5 0
2 . 8 9 t 7
1 . 0 4 r r 1

R A  T I C S :

T I I . , I E  R A T I O S :

r  I } ' 1 :  R A I I O :

R E L A X A T I O N  T I H E  R A T I O S :

This corresponds to a value of v, using the above alogrithm, of 2.729. That from experiment
assuming no swelling is 4.40 + 0.08 [7], the difference being ascribed either to significant
swelling in solution or change of shape.

Prediction of a value for (alb, blc) from experimentally measured values for the
hydrodynamic parameters is much more difficult; this has been discussed in more detail in an
earlier study [1].
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5 .  S U M M A R Y

The theoretical relationships for the hydrodynamic parameters o[ a general tri-axial
ellipsoid in solution in dominant Brownian motion are now available. A general program is
presented which, for any given values of the two axial ratios which define a general ellipsoid,
calculates the corresponding hydrodynamic parameters. Thus for any ellipsoidal macromo-
lecules whose dimensions are known from crystallographic studies, the corresponding
hydrodynamic parameters can be determined.
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