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* High mass resolving power (< 240,000 at m/z 200)
with the Orbitrap analyser
* Softer ionisation Arsq" gas cluster ion source

* Imaging capabilities of analyte on surfaces
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* Fragmentationin 3D OrbiSIMS spectra relatesto
different breaks in the peptide chain

* Thenrelated to specific protein structures
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* 16 proteinsanalysed with a range of sequence
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* 3D OrbiSIMS analysisat -150 C showed increased ion intensity and speciation of higher Sequence coverage

mass species, compared to room temperature analysis. ALBU HUMAN(N
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Image credit: Human Protein Atlas. http://www.proteinatlas.org
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The layers of the skin assigned based on the
abundance of a phospholipid marker, PO5

(Starr et al. 2019)

Protein locationsbased on the tissue sections
gathered in the Protein Atlas
(Uhlén M et al., 2015)

Sequences characteristic to corneodesmosin,
keratin and collagen in the skin layerswhere they

are known to be exclusive or predominant
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For more details on the work showcased in this case study see the following publications:

A. M. Kotowska, G. F. Trindade, P. M. Mendes, P. M. Williams, J. W. Aylott, A. G. Shard, M. R. Alexander and D. J. Scurr, Protein
identification by 3D OrbiSIMS to facilitate in situ imaging and depth profiling, Nature Communications, 2020, 11, 5832.

The Orbitrap Secondary lon Mass Spectrometry documented here was performed in the Nanoscale and Microscale Research

Centre at the University of Nottingham.
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We hope the information provided in this case study is of interest.

If you wish to get in touch with us to discuss any of the information provided, raise a query/concern or provide feedback
then please use any of the methods listed below:

nmRC Commercial Services
Nanoscale & Microscale Research Centre
University Park
Nottingham
NG7 2RD

Telephone: +44(0)115 951 5046
Email: nmcs@nottingham.ac.uk

Fax: +44 (0)115 846 7969
Website:

www.nottingham.ac.uk/nmrc-commercial
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